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FULL SYMPOSIUM SCHEDULE
Sept 15	 Harmit Singh Malik, PhD, MS, Fred Hutchinson Cancer Research Center 
	 Keynote Speaker

Sept 29	 Meritxell Oliva, PhD, University of Chicago

Oct  6	 Hattie Chung, PhD, Broad Institute

Oct  13	 Atum Buo, PhD, University of Virginia

Oct  20	 No Seminar - ASHG Virtual Meeting

Oct  27	 Longzhi Tan, PhD, Stanford University

Nov  3	 Wei Zhou, PhD, Broad Institute

Nov  10	 Shengen Shawn Hu, PhD, University of Virginia

Nov  17	 John A. Morris, PhD, New York Genome Center & New York University

Dec  1	 Catherine Tcheandjieu, DVM, PhD, Stanford University & Dept of Veteran Affairs

Dec  8	 Xiaowei Hu, PhD, University of Virginia	

Wednesdays 1-2pm
via Zoom

https://med.virginia.edu/cphg/
https://virginia.zoom.us/j/93077679979?pwd=ZFRsUzR0QzZ2Q2x1UCtSbldRaUIxQT09

